One of the key findings from our paper on sex-specific responses to sexual familiarity in Drosophila melanogaster [1] was an olfaction-mediated male courtship preference for sexually novel females over sexually familiar females. Over a series of seven experiments, we assayed male courtship preferences for novel or familiar females and analysed the data using generalized linear models (GLMs) with a binomial error distribution. It has been brought to our attention that the statistical models we used for analysing male courtship behaviour did not take into account temporal correlations in courtship events within males. Consequently, the variance in courtship events was higher than predicted by the model, and the excess dispersion could potentially result in errors in conclusions. This highlights the general potential for high-frequency sampling of behaviours to give rise to high temporal correlations of event counts within a dataset, and the importance of correcting dispersion factors when analysing this type of data.
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We first verified that the male courtship data were overdispersed. We then re-ran GLMs with a binomial error distribution-in which each male was represented twice in the dataset-and adjusted the dispersion parameter to account for both duplication and overdispersion [2] . The results of the new analyses, which are therefore corrected for overdispersion and duplication, are presented in table 1. The significance of familiarity effects was reduced in the new analyses compared with the original paper (table 1), but the results qualitatively confirm those originally reported [1] . Overall, the new analyses support our original biological interpretation of the experiments: males preferentially court novel females, and require olfaction to do so, in D. melanogaster. Table 1 . Results from the original paper [1] and from the re-analyses. 
